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Using Whole-mount in Situ Hybridization Technique to
Detect the Gene MDM?2 in Different Stages of Mouse Embryos
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Abstract: Whole-mount in situ hybridization has become a very important tool for studying localization and

distribution pattern of gene expression. Also, it has greatly facilitated the precise three-dimensional localiza-

tion of transcripts from genes whose expression is important during development and the ease and speed with

which patterns of gene expression can be visualized makes it an attractive technique for screening large num-

bers of candidate clones for region- or tissue-specific expression. Here we take the MDM2 RNA probe labeled

by DIG-11-UTP to detect the expression pattern in different stages of mouse embryos.
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1 MDM2 E8~9
Fig. 1 Results of in situ hybridization of MDM2 anti-sense RNA probes on E8 ~ 9 mouse whole mount embryos
A: lateral view of an 9 day postcoitum (dpc) embryo; B: lateral view of an 8 ~8.5 dpc embryo; C: ventral view of an 8 ~8. Sdpc
embryo on the tip of a hemostat; D: Blank control embryo, treated without RNA probes.
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