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Expression Profiling on Photo-Thermo-Sensitive Genic
Male-sterile Gene of Rice
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( 1.China National Hybrid Rice R&D Center, Changsha 410125, Hunan, China; 2.Central South University, Changsha
410083, Hunan, China; 3.National University of Defense Technology, Changsha 410073, Hunan, China)

Abstract: The Photo-thermo-sensitive Genic Male-sterile ( PTGMS gene plays an important role in rice
heterosis, and it is very important to analyze its expression for elucidating molecular basis of PTGMS and
cloning the gene. By microarray and proteomic technology combined with genetic analysis, 24 genes and 6
proteins, expressed specially in PTGMS rice Peiai 64S and F, population when treated with different
temperature, were screened. Their functions were also analyzed by informatics.
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Table 1 The number of discrepant expressed genes in each rice chromosome
Chromosome 1 2 3 4 5 6 7 8 9 10 11 12
EST 1 3 4 1 o 3 3 1 0 13

The number of discrepant ESTs
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Fig.1 The chromosome position of discrepant expressed genes
2 24 ID M
Table 2 The ID, M value, functions of the same discrepant expression genes
ID PS-PF  F.SFF
Gene ID M M The functions of proteins gene encode
0s002077_01  -1.738  0.744 None
0s004901_01 1.855 0.519 None
0s009053_01 1.216 -1.336 ( )
Chloroplast hypothetical protein [Zea mays]

0s027385_01 1.554 0.562 21 kd ( )

21 kd polypeptide [Oryza sativa( japonica cultivar-group) ]
0s034708_01 4.485 1.736 ( )

Putative retroelement [Oryza sativa( japonica cultivar-group) |
0s035852_01 2.589 1.426 0J990528_30.9 )

0J990528 30.9 [Oryza sativa( japonica cultivar-group) ]
0s056505_01  -1.430 -0.732 None

0s058410_02 1.683 0.782 None

0s013159_01 1.450 1.251 alb ( )

Putative chlorophyll a/b-binding protein [Oryza sativa( japonica Cultivar-group) ]
0s016599 01  -2.940 1.117 - - DNA ( )

Putative helix-loop-helix DNA-binding protein[Oryza sativ§ japonica Cultivar-group) ]
0s019552_01  -1.310 -1.410 None

0s021445_01 2.310 3.334 LHY proteir )

Putative LHY protein [Oryza sativa( japonica cultivar-group) |
0s024073_01 1.140 -1.262 None

0s024775_01 1.720 1.557 None

0s024853_01 1.040 -1.081 ( )

Hypothetical protein [Nicotiana tabacum]

0s025945 02  -1.730 1.018 ( )

Putative permease [Oryza sativa( japonica cultivar-group) ]
0s048092_01 1.200 -1.179 None

0s051257_01  -1.960 1.181 EL% ) EL5 [Oryza sativa( japonica cultivar-group) ]

0s051886_01 1.810 -1.340 None

0s051925_01 1.180 -0.917 None

0s051955_01 1.520 1.138 alb ( )

Chlorophyll a/b binding protein presusor [Oryza sativa( japonica Cultivar-group) ]
0s052182_01  -1.480 1.288 None

0s052593 01 -2.20 1.758 ( )

Transcription Factor [Oryza sativa]
0s054368_01 2.470 1.590 1,5- / ( )

Ribulose-1,5-bisphosphate carboxylase / oxygenase small subunit

(japonica cultivar-group)]

[Oryza sativa
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Fig.2 The 2-D electrophoresis figures of the sample protein
A, B, C, D stand for the 2-D electrophoresis figure of PS, PF, F,S, F.F, respectively; 1~6 in the figure
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