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An Economical and Rapid Extraction Method for Genomic DNA
from Filamentous fungi
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Abstract: Genomic DNA of the three filamentous fungi Trichoderma Spirale XX, Cunninghamella
phaeospora MK and Gongronella butleri XT were extracted with a modified Cetyltrimethyl Ammonium
Bromide (CTAB) method. The improued method does not require liquid nitrogen, PVP and NaAc etc. The
process was simple and efficient. The result indicated that higher purity of genomic DNA was obtained with
less amount of mycelium by the method which was suitable to treat many samples at one time, and genomic
DNA for basic molecular experiments such as PCR.
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Fig.1 Genomic DNA of three strains of Fungus

M, 1, 2, 3 and C denote ADNA/Hind Il Marker, T. Spirale
XX, C. phaeospora MK, G. butleri XT and blank control

respec-tively.
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Fig.2 PCR amplification of ITS (left) and 18S rDNA
(right) sequences
M, 1, 2, 3 and C denote DNA Marker 200, XT, MK, XX

and blank control respectively.
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