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Abstract: Since December 2019, a series of unexplained pneumonia cases have been reported in Wuhan,
China. Subsequent investigations identified a novel coronavirus, and WHO officially named the disease as
corona virus disease 2019 (COVID-19). Up to now, the detection methods for COVID-19 include nucleic acid
based diagnostic methods, antibody based serological diagnosis, and peripheral blood examination. At present,
quantitative real-time RT-PCR (RT-qPCR) is recommended as the gold standard for diagnosis of COVID-19.
However, RT-qPCR has problems such as missed detection and false negative results. Therefore, it is critical
to develop a high—quality and high—precision diagnostic procedure for control and prevention of COVID-19.
Here, the latest advances and application of laboratory diagnostic methods of COVID-19 were reviewed,
which would provide a reference for rapid and accurate diagnosis of COVID-19.
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Table 1 Laboratory diagnosis for COVID-19
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Detection method Advantage Disadvantage
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H= RT-PCR AR RT-qPCR TS, LABRE R 32 Lallby e Sy i SN E S i

EYS R EAR

L SR SR
G ST PCR
4 A 25 -6 il
IgM-IgG &R

— AT

AT EPR, AT AR G £
WA, A skt

G ) 2 R R A A

BRAETRT A, W] T B PO

EGRIE R, FBUR G, 8T T IOR R A AR A D
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qPCR VAR 1 B0 PR A 7 DR
PG Y7 O3 R Al bW UL 7y o 51 PP ok N T o
] R 2 it OB B ) L 7 2 S L 3 T 23 308
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