5519 4 55 2 1) A HFEHR Vol.19 No.2
20154F 4 H Life Science Research Apr. 2015

=M HIETT NAC FEERZEZRR ABA Mgk
R TNEERERIESH

FEERLERET N W EREA FAEE B
(LAERIIE R A rRh2 B, s 2R TN 5106312 A6 pate el o EARFEBE, PIET 28 )7 510520)

H E. AR EEI NAC BB A E (NAC019 NACO55 #= NACOT2) M R TARAn = R T ARSE A 09 2hmh b 3t —
WA eIt ABA wh m g £ 2 £ F R ABA SR T A B e A T AT EA1S ABA 6 X
oo EREA, AT IR AR NACOS5 Fo NACOT2 A H L5 ABA v AR X ; AR A KT &, =4 £
ABA " B PAERI RIA R, 2 ABA &5, F TR nac072 #2 nac055nac072 5 ¥ 4 A tb & RAB18 RD29A #=
RD29B AW £ ik LA R feml £ ABA vo 698 B A X B4R A2 4 NACOT2 F= NACOSS5 #2 5 A=t R AE A
7 NACO19 0 & AFFEHAEA

KEIW NAC; B or; R TR ;ABA "
RESES: Q786 M HFRIRED . A X EHS:1007-7847(2015)02-0114-05

Study on the Response to Applying ABA and Expression Changes
of ABA Induced Relative Genes in Arabidopsis Mutants of Three
NAC Homologous Genes
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Abstract: The double and triple mutants of three Arabidopsis NAC homologous genes (INAC019, NACO055
and NA CO072) have been obtained previously. To reveal the relationship between the NAC genes and ABA
response, the response to ABA and downstream genes were further analyzed in NAC mutants. In the process
of seed cotyledon greening, the NAC055 and NA CO72 genes were found associated with ABA response. In
terms of seedling root elongation, three NAC genes were seen not associated with the ABA response. Com-
pared with the wild type, the gene expression of RAB18, RD29A and RD29B increased significantly in
nac072 and nac055nac072 mutants after ABA treatment. These results suggested that NAC072 and NA CO55
negative regulated synergistically in the process of expression regulation of ABA response genes, whereas
NA CO19 antagonized NA CO72 and NA CO55.
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Table 2 Primers used in NAC mutants identification
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Notes : Underline tag indicated the enzyme digestion location.
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Fig.1 Schematic molecular identification of NAC mutants
in Arabidopsis
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Fig.2 Effect of exogenous ABA on germination rate in
NAC mutants of Arabidopsis
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Fig.3 Effect of exogenous ABA on root growth in NAC
mutants of Arabidopsis
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Fig.4 Expression changes of ABA induced relative genes in NAC mutants of Arabidopsis
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