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Progress of the Purification and Evaluation of Plasma
Membrane in Proteome Study

WANG Xi-e, ZHANG Li-jun, XIE Jin-yun, CHEN Ping, LIANG Song-ping

( College of Life Sciences, Hunan Normal University, Changsha 410081, Hunan, China)

Abstract: Plasma membrane (PM) is an organized system serving as a structural and communication interface
with the extracellular environment for exchanges of information and substances. Consequently the functions of
proteins embedded in this membrane include cell /cell and cell / extracellular matrix recognition, the reception
and transduction of extracellular signals and the transport of solutes and water molecules into and out of the
cell. Moreover, the plasma membrane proteins account for 70% of all known drug targets. For these reasons,
proteomic analysis of plasma membrane is one of the focuses of subcellular proteome research. However, the
plasma membrane proteomics is much challenged mainly due to the difficulty to obtain the purified plasma
membrane. The progress of plasma membrane proteomics including the purification of plasma membrane and
its microdomains, and the purification evaluation methods are summarized.
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