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The Transcription Regulation of The Expression of
Human 3~ Globin Gene Cluster
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(Molecular Biology Research Center, Hunan Medical University, Changsha, Hunan, 410078, PRC)

Abstract The expression of human B~ globin gene cluster is definitely regulated with strict
developmental stage and tissue lineage specificities as well as the delicated control of the
biosynthetic equilibrium of o Bglobins in order to be polymerized for their function protein
k hemoglobin. The expression and regulation of the human B~ globin gene cluster is an ide—
al model for studying the regulation of the eukariocytic gene expression and its relation with
cell differentiation. T his paper presents a latest review of the progress of the studies of ex—
pression and its regulation of B - globin gene cluster at transcription level and some ad-
vanced studies are discussed as well. By the way, we would like to report excitedly some of
our recent research achievements and novel concepts in this field.
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