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The Application of 2-DE Technique to Hydrophobic Proteins
and Alkaline Proteins
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Abstract: Two-dimensional gel electrophoresis(2-DE) has the property of high resolution, high-throughput, so
it has been used for the isolation of proteins widely, but it has continued to be a great challenge to separate
hydrophobic proteins and alkaline proteins. However, hydrophobic proteins and alkaline proteins account for
big scale in global proteins and they are meaningful in biology. Therefore, recently, more and more re-
searchers have aimed at these proteins, and make some invigorating progress: enriching hydrophobic proteins
by subcellular prefractionation, sequential extraction. and using chaotropes such as thiourea, ASB-14 to im-
prove the solubility of hydrophobic proteins. Thus, the proteins with high grand average hydrophobicity
(GRAVY) values even up to 0. 80 can be detectable now. For improving the separation of alkaline proteins, it
is helpful to use isoelectric focusing prefractionation technology, and narrow range immobilized pH gradients
strips. Thus, the proteins with high pl even up to 11. 7 are detectable now. The recent evolution of the sep-
aration of hydrophobic proteins and alkaline proteins by 2-DE technology are reviewed.
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