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Abstract The genome DNA of the multi-drug resistant strains of clinical isolated Mycobacterium tuberculosis

was prepared and the drug-resistance rpsL gene and rrS gene of the Mycobacterium tuberculosis were enlarged

by PCR, and were sequenced. The result showed that the sequence of rpsL gene at 93 and 94 bp, with C C

changing to T T, turned the corresponding proline to leucine. Constructing recombinant plasmid pGEX-A T/
rpsL and fusion expression 38 kD protein from E. coli JM 109, it was demonstrated that the point mutation of

rpsl. gene may cause Mycobacterium resistant to SME,

such single gene mutation induced drug resistance
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has not been studied yet.
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Fig. 1 Electrophoresis of genomic DNA of Mycobacterium
tuberculosis
M: DNA mark(ADNA/ Hind ll + EcoR 1); A: Genomic
DNA of Mycobacterium tuberculosis; B: Genomic DNA of

Mycobactertum tuberculosis.

2.2 rpsL rrS
PCR
2.2.1 rpsL
rrS PCR
DNA
P1 P2 PCR
1.5 kb 2
Hs:Rv rrS
DNA
P3 P4 PCR 370

bp 2, H

Ry,  rpsL



46

2005

2 rpsL rrS
Fig. 2

2.2.2 rpsL
rrS
rpsL rrS PCR
rpsL
rpsL ,
1 rpsL

H 3 7R1)

bp
2000

1 000
750

500

250
100

PCR
PCR amplification of rpsL gene and rrS gene of the drug-resistance of clinical isolated Mycobacterium Tubercu-
losis strains
M: DNA marker(DL2000); A: rpsL gene of PCR products; B: rrS gene of PCR products.
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Table 1 The sequence of rpsL gene at 93 and 94 bp of the multi-drug resistant strain of clinical isolated

Mycobacterium tuberculosis comparison of the Mycobacterium tuberculosis Hs;Rv strain

H:7Rv

Hs7Rv strain

Clinical isolated strain

rpsL (93 94 bp ) e TT
The sequence of rpsl gene at 93 and 94 bp
Pro (Leu)
Corresponding coding amino acid
2.3 rpsL 3, pGEX-A T/ rpsL. DNA
PCR , 370
pGEX-A T/ rpsL. DNA bp

pGEX-A T/ rpsL DNA
pGEX-A T DNA
pGEX-AT/ rpsL
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pGEX-A T/ rpsL. DNA
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370
bp rpsL

pGEX-A T/ rpsL

3 PGEX-A T/ rpsL
Fig. 3 Enzyme identification of recombinant plasmid
PGEX-A T/ rpsL
M: DNA mark (ADNA / HindIll ); A: plasmid pGEX-A T DNA;
B: recombinant plasmid pGEX-A T/ rpsL, DNA; C: digestion of
plasmid pGEX-A T DNA with EcoR I; D: digestion of plasmid
pGEX-A T/ rpsL. DNA with EcoR 1.

4 PGEX-A T/ rpsL PCR

Fig.4 Enzyme and PCR identification of recombinant
plasmid pGEX-A T/ rpsL

M: DNA mark (ADNA/ Hind Il ); A: digestion of plasmid
pGEX-A T DNA with EcoR I and BamH I; B: digestion of
plasmid pGEX-A T/ rpsL DNA with EcoR | and BamH I; C:
PCR amplification of rpsL gene in plasmid pGEX-A T DNA;
D: PCR amplification of rpsL gene in plasmid pGEX-A T/ rpsL
DNA; E: DNA mark (DL.2000).
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5 PGEX-AT/ rpsL SDS-PAGE
Fig. 5 SDS-PAGE analysis of fusion expression protein
from E. coli JM109 bearing GST and rpsL gene
A, B: E. coli JM109; C: protein molecular weight marker; D,
E: Expressed products of pGEX-A T/ rpsL by 1PTG.
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