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Abstract: Using site-directed mutagenesis to investigate the structure and function of Bacillus thuringiensis
insecticidal crystal proteins have made great progresses. Mutations on different domains can have effects on
toxin stability, binding to receptors, irreversible insertion into membrane, the ion channel activity and so on.
The research of mutation proved that domain is involved in irreversible binding and insertion into
membrane; domain is involved in binding to receptors, concluding initial binding and irreversible binding;
domain is important in maintaining the stability of structure, and it is also involved in ion channel
formation, binding to receptors and insertion into membrane. Some sites were mutated by different site-
directed mutagenesis, to explore the function of single sites. Many researches in this field have been made
and some combinant strains with higher toxicity were selected out.
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