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Cloning and Preliminary Function Study of a Novel Gene
CG7609 in Drosophila

DENG Zhi-wei HU Jun-jian WU Xiu-shan® YUAN Wu-zhou"

Center for Heart Development College of Life Sciences Hunan Normal University Changsha 410081 Hunan China

Abstract Through the bioinformatics and molecular biology techniques a novel Drosophila gene CG7609
was cloned. CG7609 belongs to WD40 gene family with 7 WDA40 typical repeat motifs and sharing a high
similarity with human gene WDR24. The embryo in situ hybridization and RT-PCR experiments showed that
it was expressed weakly in early mesoderm and mainly in the gut at the later embryo. The mutant
phenotype of gene CG7609 was detected by cardiac specific antibodies the result showed that the cardiac
differentiation of precursor cells was not affected. However through pacing to analyze the gene in adult
cardiac function the heart failure rate of the null mutant of CG7609 was found significantly higher than that
of wild type especially when it was interacted with pannier gene which suggested that this gene may have
a function in adult heart.
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1 CG7609
Table 1 CG7609 heterozygote mutation or deletion of the adult fruit fly heart failure rate ! %

Pair of hybrid strains w''’® Tin deficiency line Pnr deficiency line

CG7609 PBac strain 37 35 27
CG7609 deficiency line 1 43 46 44
CG7609 deficiency line 2 49 41 36

The heart failure rate of control strains w!8:24 tinxw'"¥:43 pnrxw'¥:53

3 300 1 2

WD40 36
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