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Abstract: MicroRNAs (miRNAs) regulate the expression of more than 30% genes in animals. CAF1 and
POP2 are exoribonucleases that play a key role in miRNA mediated mRNA deadenylation. The expression
of CAF1 and POP2 in different tissues of mouse by qRT-PCR is analyzed. The expression of CAF1 is much
higher than POP2 in most tissues, with highest expression level in cerebra, cerebel and testis. Through the
alignment of protein sequence, it is found that CAF1 and POP2 are highly conserved exonuclease from yeast
to human. Yeast encodes only one CAF1/POP2 homologeous. After the emergence of miRNAs, organism
evolved two paralogs -CAF1 and POP2. POP2 are less conserved than CAF1 and contain a distinct amino
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acid sequences at the C-terminus.

The results indicate that CAF1 may mainly take part in mRNA

deadenylation mediated by miRNA while POP2 may have other regulatory functions.
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Wi HE %/ cDNA, % Al SYBR Green 1 3 9k 47
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A4, R Neighbor-Joining EHERGE KB,
[F]H bootstrap 5 4 1000.



494 2SO S S R 1 2010 4F

-

# 1 CAF1 5 POP2 EARFIIER
Table 1 Sequence information of CAF1 and POP2

Species Proteins D
Homo sapiens CAF1 ENSP00000355279
pPOP2 ENSP00000285896
Mus musculus CAF1 ENSMUSP00000034012
pPOP2 ENSMUSP00000020822
Gallus gallus CAF1 ENSGALP00000022159
pPOP2 ENSGALP00000006287
Anolis carolinensis CAF1 ENSACAP00000006124
popP2 ENSACAP00000003923
Xenopus tropicalis CAF1 Q3KQ85(SWISSPROT)
popP2 Q8AVW1(SWISSPROT)
Danio rerio CAF1 ENSDARP00000087385
popP2 ENSDARP00000016880
Takifugu rubripes CAF1 ENSTRUP00000005418
popP2 ENSTRUP00000000663
Ciona savignyi gene CAF1/POP2 ENSCSAVP00000003487
Dsophila melanogaster CAF1/POP2 FBpp0075790
Caenorhabditis elegans CAF1/POP2 Y56A3A.20.1
Saccharomyces cerevisiae CAF1/POP2 P39008(SWISSPROT)

T AREFEHIERE, RS EIEK A Ensembl BoHa /2.

Notes: All accession numbers are from Ensembl database unless specially annotated.
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Fig.1 Detection of relative expression of CAF1 and POP2 mRNA in mouse tissues by qRT-PCR



6

7K XUB S : MicroRNA G | mRN A RFAF AL BRI CAF 1 RIPOP2 1 AE Witk Ak Bt 495

SER A PCR SEBGEOE R 3 IR 525 11 °F-
BHENNIAREZE (v £5 )RR, REELHE 2 SPSS 3k
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YRl CAF1 1 POP2 JF8IES T R 40 % 5 434
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