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Abstract: MicroRNAs (miRNAs) are a group of small RNAs with a length of 18~25 nucleotides that are widely
present in eukaryotes and are produced by transcription of DNA. They are endogenous non—coding small
RNAs and play an important role in some important life activities. For example, when the expression of miR-
NAs is downregulated, the body will be more susceptible to cancer and other diseases. This phenomenon en—
ables us to make early diagnosis of disease through quantitative detection of miRNAs. Herein, the research

progress of miRNA detection techniques based on the principles of hybridization, amplification and se—

quencing was described.

Key words: miRNA; detection method; hybridization; amplification; sequencing

miRNA J&—FH 18~25 A~ 1R (nt) 2
B R /N3 - AE 5% RNA, B pre—miRNA
(precursor microRNA) BYYJINR, | IZ 477 T4 R
BRI . 1993 4E, Ambros BUARZH AERFITLR B
YR A IE T miRNA IAELEDY,

bl FAZAE Y A WTEEAL, miRNA 1H R 5
HEHAM SRR, BIORSTHE 20U v
FEPER S HABFFEHGE, miRNA 76— 25 i A= AT
i B BA AT B ER, 4K N miR-195
St BRI, 2 S8 Ik AL WU AL HLAE
BEAF PN I R AR R B B2 miRNA FRIA T

5 B H#.2018-04-16; & B H#A.2018-05-23
E&UH, HZK [ KRB EIIT H (21275043)

(Life Science Research, 2018, 22(6): 491~495)

PRI, BLAAR 23 08 25 5 e REU i RE AN At — R 519
o XEEBG AR, AT E X miRNA #5158 A
A S X A DB 1 2 W, 5 IRl s, 7
IR 9 ) 0 AR I 248 e A g S R ) A B R
miRNA WA A —Fh Y S 5 Horpe,
I, R A ROF HIE A miRNA 8 /9 Hr R
Xof A A B4 45 T A BTG sh B B HE R S A
miRNA J B B HA AN AT LB B 7 B
AN, T HIEA poly(A)RBEL . X S8 AR 2 B A
1A PP 2B R MERE: 1) miRNA A5 A fa
T, A B 2) G ) ELAG AR 5 A AR L

EB B W HR(1993-), 2, WG P B 55 4, EEMNE KV LA T AL 5% 38 AR« 3 (1980-), %o, Wi e
5N, BhPRRZ , 5N K T 4TS, Tel: 0731-88823211, E-mail: xiaoqin1423@126.com.


mailto:xiaoqin1423@126.com

492 o B

2018 4F

[F]— 1) miRNA 7678 EAUL A ZE 1~2 4
BB 3) 45 A i 2E AN [R] B 100 1) ek KO- 22
S, {HE 3 PR A 4) miRNA B 408 miRNA
FEHI, X R () R S 2 it T . A T O
X 4 AMER, B AT AR R BT T ZFh
miRNA JE R AR, S R HAT 4 A~ F 2
s fRTVE DR | R | R U DA S R R R
Pk o ASSCNEIN %, B BLRAR T HT A48 Y
FDN 7 SR ) — KRR TE miRNA A A A B Y
HEE, HEHAR T miRNA AUBIFSE 07 vk S =7 .

1 ETFHIFEEHKLNFEA

1.1 EMgEZ 3zt

RNA E[J 3k # (Northern blotting) J& miRNA 5
IUES % N SR TR E VA NP/ Rl D R B 4
AR 3 Al A 1) SRBUREAS AL RNA, SEA
JEHTIE o B 44k miRNA, SR J5 38 o F AR Pl
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