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Abstract: In eukaryotes, the ubiquitin—mediated protein degradation pathway was closely associated with
plant growth and development. F—box protein is an expanding family of eukarvotic protein characterized by
an F-box motif which has specificity of substrate recognition in the ubiquitin—mediated proteolysis. Cur—
rently, many F-box proteins have been identified in plants which play important roles in various biological
processes such as hormone signal transduction, light signal transduction, self—incompatibility and floral de—
velopment. Research indicated that the function of F-box protein in regulating the growth and development
of the plant was closely related to its structure and the ubiquitin—proteasome pathway .
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