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Abstract: RNA interference(RNAI) is a phenomenon of post—transcriptional gene silencing induced by double—

stranded RNA and a new mechanism of regulating gene—expression. It widely exists in fungi, plants and animals
and in which it is regulated by siRNA, shRNA, miRNA and other small RNA molecules. The proceedings such

as background, molecular mechanisms, problems and prospects of RNAi have mainly been reviewed.
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Fig.1 Mechanism of RNA interference®
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