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Saccharomyces Serevisiae Expression System

TANG Xiang-shan, ZHANG Xue-wen

Department of Bio-technology, Hunan Agriculture University, Changsha 410128 Hunan China

Abstract Saccharomyces serevisiae is unicellular eukaryotic biology. People accumulate many experiences
and grasp many advantages or disadvantages of yeast expression in the course of exogenous gene expression
with vector in saccharomyces serevisiae, such as yeast grows speedily, and can be processed with massive
fermentation. But it will also produce alcohol in the process of fermentation, and the accumulation of alcohol in
the culture medium will affect yeast’s growth metabolism and gene expression, this effect is especially obvious
in the high density fermentation. Contraposing those defects, positive steps can be adopted. The composition,
advantages and disadvantages, the strategies of effective expression of Saccharomyces serevisiae expression
system are reviewed.
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